
Primer name Target Taxa Sequence (5'-3') Annealing temp. (ºC) Experiment Reference
16S1F-degenerate Fish GACGAKAAGACCCTA
16S2R-degenerate CGCTGTTATCCCTADRGTAACT 
PIL1F Sardinops sagax CCTAACTGGAGCCCCAAAC
PIL1R (Australian Pilchard) GCTGTGGCTCTGGGTTTTAG
AN1F Engraulis australis CCTAAATACCCGCAGCCTTAT
AN2R (Australian Anchovy) CAACTCTCGGCTTAAGGGTTT
16Smam1 Mammals CGGTTGGGGTGACCTCGGA
16Smam2 GCTGTTATCCCTAGGGTAACT
12SA Aves CTGGGATTAGATACCCCACTAT 4
12SH CCTTGACCTGTCTTGTTAGC 5
Bact_16S_F515 Bacteria GTGCCAGCMGCCGCGGTAA 6
Bact_16S_R806 GGACTACHVGGGTWTCTAAT 7
trnLg Plants GGGCAATCCTGAGCCAA
trnLh CCATTGAGTCTCTGCACCTATC
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Details are provided for each primer set used in this paper including the sequence, annealing temperature and taxa targeted. Additionally, the experiment in which each 
primer was used is given. 
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